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Editorial

The f irst issue of this volume of the Progress in Computing Applications deals with the research on computing
applications in biosciences.

In the opening paper, “Calculating Optimal Feasible Decompositions of Simple Polygons for Identifying
Biomarkers,” the authors calculated the optimal feasible decompositions of simple polygons in identifying biomarkers
and molecular prof iling of diseases. They proposed a skeleton-oriented method and provided an algorithmic structure
that supports the integration of different feasibility criteria. Finally, they identif ied various constraints and analyzed the
resulting fragmentations.

In the next paper, “Generating Heuristic Estimates using Intersection Graphs,” the authors analysed critical questions
by accessing only the nodes and edges of the multiple-interval graph without the original intervals. They introduced a
framework that accepts any given intersection graph (like the overlap graph of barcodes) and produces a heuristic
estimate of the arrangement of the original intervals.

In the last paper, “Integrating a Fold-specific Regularization Component in Protein Engineering,” the authors
integrated a fold-specif ic regularization component into optimisation so that the alterations to boost the chosen
property can be appropriately optimized.  They developed an approach on an extensive collection of protein GB1 mutants,
measuring their binding aff inities to IgG-Fc. The experimental results indicated that their technique successfully balanced
competing characteristics.

We will conduct more research on the forthcoming issues.
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